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Objectives

 This study aimed to investigate the association 
between genetic variants and the occurrence of  OM 
in pediatric patients with acute lymphoblastic 
leukemia (ALL) and lymphoma undergoing 
methotrexate (MTX), cyclophosphamide (CTX) and 
doxorubicin (DOXO). 

Methods

64 ALL and lymphoma pediatric patients

392 cycles of CT (MTX/CTX/DOXO)

OM grade (WHO) +blood sample for 
DNA extraction

NGS - 67 coding regions spanning 20 
candidate genes of CT metabolismo.

Results

Distribution of OM grades according to cycles of CT protocol.  

Comparison between the proportions and prevalence ratio of 
each genetic variant by their genotype model and the presence 
of oral mucositis according to protocol used. 

Conclusion
   Genetic variants may contribute to the development and severity of OM in pediatric patients 
undergoing chemotherapy. These findings emphasize the potential of pharmacogenetics in predicting 
chemotherapy-related toxicities and enabling personalized treatment strategies to improve outcomes.


