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BACKGROUND & OBJECTIVES 
  

Minimal residual disease (MRD) is the most significant prognostic factor  
in acute lymphoblastic leukemia (ALL).   
We aimed at identification of host genetic variants  
associated with MRD in patients with pediatric ALL. 

DESIGN & METHODS 
  

• 159 patients treated according to ALL-IC-BFM 2002 & 2009 protocols 
• 23 genetic variants potentially involved in: 
 metabolism of drugs used in ALL; anti-tumor immunity and  
 MRD-associated variants revealed by Genome-Wide Association Study  
• Genotyping by: High Resolution Melting, TaqMan Genotyping Assays,  
 PCR and PCR-RFLPF  
• MRD assessment at day 15, day 33 and week 12 by flow cytometry  
 or real-time quantitative polymerase chain reaction  
• 10-4 cut off level used to identify high vs. low/negative MRD levels 
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RESULTS 
 

MRD-associated polymorphic variants  
 VDR (rs1544410)   MRD at day 15 
 RFC  (rs1051266)   MRD at day 33  

 IL15 (rs10519613) MRD at day 33  
 
  CONCLUSIONS       Germline variation in genes related to pharmacokinetics of anti-leukemic drugs and to anti-tumor immunity 
       is associated with MRD and might help improve risk assessment in ALL.                  malgorzata.dawidowska@igcz.poznan.pl 
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Additive effect of carrying risk alleles on the risk of MRD-positivity 
RFC  &  IL15 MRD at day 33 
OR=3.94, 95% CI=1.28-12.11, P=0.024 (2 vs.1 risk alleles) ; OR=6.75, 95% CI=1.61-28.39, P=0.012 (2 vs.0) 

 
Risk for MRD-positivity 

 OR=2.37, 95%CI=1.07-5.21, P=0.03; A allele 

 OR=1.93, 95%CI=1.05-3.52, P=0.03; A allele 

  OR=2.30, 95%CI=1.02-5.18, P=0.04; A allele 

 

   
 


